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Correction: A novel HIF1a-STIL-FOXM1 axis

regulates tumor metastasis
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After publication of this article [1], it was brought to
our attention that the figure 6, supplementary figure s5,
Supplementary Figure S8 need to be corrected.

The original article can be found online at https://doi.org/10.1186/512929-
022-00807-0.
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The Incorrect figure 6 is:
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The correct figure 6 is:
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The Incorrect supplementary figure s5 is:
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The correct supplementary figure s5 is:
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The Incorrect Supplementary Figure S8 is:
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Methylation status of STIL gene measured by 450K methylation array
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The correct Supplementary Figure S8 is:

STIL DNA copy number
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The original publication has been corrected.
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