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Exosomal PGE2 from M2 macrophages 
inhibits neutrophil recruitment and NET 
formation through lipid mediator class 
switching in sepsis
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Zhengliang Ma1*   

Abstract 

Background Excess polymorphonuclear neutrophil (PMN) recruitment or excessive neutrophil extracellular trap 
(NET) formation can lead to the development of multiple organ dysfunction during sepsis. M2 macrophage-derived 
exosomes (M2-Exos) have exhibited anti-inflammatory activities in some inflammatory diseases to mediate organ 
functional protection, but their role in treating sepsis-related acute lung injury (ALI) remains unclear. In this study, 
we sought to investigate whether M2-Exos could prevent potentially deleterious inflammatory effects during sepsis-
related ALI by modulating abnormal PMN behaviours.

Methods C57BL/6 wild-type mice were subjected to a caecal ligation and puncture (CLP) mouse model to mimic 
sepsis in vivo, and M2-Exos were administered intraperitoneally 1 h after CLP. H&E staining, immunofluorescence 
and immunohistochemistry were conducted to investigate lung tissue injury, PMN infiltration and NET formation 
in the lung. We further demonstrated the role of M2-Exos on PMN function and explored the potential mechanisms 
through an in vitro coculture experiment using PMNs isolated from both healthy volunteers and septic patients.

Results Here, we report that M2-Exos inhibited PMN migration and NET formation, alleviated lung injury 
and reduced mortality in a sepsis mouse model. In vitro, M2-Exos significantly decreased PMN migration and NET 
formation capacity, leading to lipid mediator class switching from proinflammatory leukotriene B4 (LTB4) to anti-
inflammatory lipoxin A4 (LXA4) by upregulating 15-lipoxygenase (15-LO) expression in PMNs. Treatment with LXA4 
receptor antagonist attenuated the effect of M2-Exos on PMNs and lung injury. Mechanistically, prostaglandin E2 
(PGE2) enriched in M2-Exos was necessary to increase 15-LO expression in PMNs by functioning on the EP4 receptor, 
upregulate LXA4 production to downregulate chemokine (C-X-C motif ) receptor 2 (CXCR2) and reactive oxygen spe-
cies (ROS) expressions, and finally inhibit PMN function.

†Yang Jiao, Ti Zhang and Mei Liu contribute equally to this work.

*Correspondence:
Xueyin Shi
shixueyin1128@163.com
Xiaoping Gu
xiaopinggu@whu.edu.cn
Zhengliang Ma
mazhengliang1964@nju.edu.cn
Full list of author information is available at the end of the article

http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/publicdomain/zero/1.0/
http://creativecommons.org/publicdomain/zero/1.0/
http://crossmark.crossref.org/dialog/?doi=10.1186/s12929-023-00957-9&domain=pdf
http://orcid.org/0000-0001-6524-4186


Page 2 of 22Jiao et al. Journal of Biomedical Science           (2023) 30:62 

Conclusions Our findings reveal a previously unknown role of M2-Exos in regulating PMN migration and NET forma-
tion through lipid mediator class switching, thus highlighting the potential application of M2-Exos in controlling 
PMN-mediated tissue injury in patients with sepsis.

Keywords M2 macrophage-derived exosomes, Neutrophils, Migration, Neutrophil extracellular traps, Lipid mediator 
class switching

Introduction
Sepsis is a prevalent disease worldwide and one of the 
leading causes of hospital death, characterized by infec-
tion-triggered immune hyperactivation and cytokine 
storms, which cause tissue damage and eventually lead to 
multiple organ dysfunction syndrome (MODS) [1]. Acute 
respiratory distress syndrome (ARDS) is the most com-
mon severe manifestation of MODS and an important 
factor contributing to the morbidity and mortality of sep-
sis [2].

Polymorphonuclear neutrophils (PMNs), the most 
abundant leukocytes in mammals, reach the inflamma-
tory site in a cascade-like manner, where they activate 
specific effector functions such as the release of reac-
tive oxygen species (ROS), degranulation, formation of 
neutrophil extracellular traps (NETs), and phagocytosis 
[3]. After fulfilling the appropriate effector functions, 
dampening PMN activation and infiltration is crucial 
to prevent damage to the host [4]. However, the aber-
rant recruitment or activation of PMNs is one of the 
hallmarks of ARDS [5]. Therefore, modulation of PMN 
recruitment and function during sepsis to justify the ben-
eficial antimicrobial function and the potentially delete-
rious inflammatory effect has gained increasing interest 
over the years.

Macrophages are also known as key mediators in deter-
mining the outcome of inflammatory responses. Mac-
rophages are divided into two phenotypically distinct 
populations: proinflammatory and anti-inflammatory/
proresolving macrophages, named M1 and M2 mac-
rophages, respectively. In general, M2 macrophages 
appear at later stages of infection to control and resolve 
inflammation and repair tissues [6]. The crosstalk 
between PMNs and macrophages in regulating inflamma-
tion during sepsis-related ARDS has been documented 
[7]. M2 macrophages function to clear PMNs and remove 
NETs via phagocytosis accumulated in inflammatory 
sites [8].

Exosomes, an important form of extracellular vesicle, 
have been demonstrated to mediate intercellular com-
munication in various physical processes [9]. Recently, 
M2 macrophage-derived exosomes (M2-Exos) have been 
revealed to play an immunoprotective role in inflam-
matory disease and mediating organ functional protec-
tion [10, 11]. We and others have also demonstrated that 

exosomes are novel mediators between PMNs and mac-
rophages during sepsis [7, 12]. However, the roles of M2 
macrophage-derived exosomes in PMN recruitment and 
function during sepsis remain unclear.

In addition, previous studies have demonstrated that 
prostaglandin E2 (PGE2) produced by local macrophages 
switches lipid mediator biosynthesis from predominantly 
proinflammatory leukotriene B4 [LTB4; 5-lipoxygenase 
(5-LO)-initiated pathway] to anti-inflammatory lipoxin 
A4 (LXA4), a 15-LO product in PMNs [13, 14]. LTB4 
initiates and amplifies PMN chemotaxis and NET forma-
tion, and these effects can be reversed by LXA4, which is 
considered an endogenous “stop signal” in inflammation 
[15]. Switching from LTB4 to LXA4 production marks 
the resolution phase [16]. However, whether intrinsic 
lipid mediator class switching controls neutrophil pheno-
type alteration in sepsis needs to be further addressed.

In this study, we first identified that M2-Exos could 
alleviate lung injury and reduce mortality by inhibiting 
PMN migration and NET formation during sepsis. A 
mechanistic study revealed that M2-Exo-PGE2 switched 
lipid mediator biosynthesis from LTB4 to LXA4 in PMNs 
by increasing 15-LO expression. These findings suggest 
a previously unidentified role of M2-Exos in sepsis and 
may help us better understand the endogenous mecha-
nisms for the resolution of inflammation and lead to the 
development of novel therapeutic approaches.

Materials and methods
Patient samples and ethics statement
EDTA-anticoagulated venous blood (20  mL) was col-
lected from patients with an early (less than 24 h) diag-
nosis of sepsis who were admitted to the ICU of Nanjing 
Drum Tower Hospital (Nanjing, China) between January 
and November 2022. The Third International Consensus 
Definitions for Sepsis and Septic Shock (Sepsis-3) were 
used to diagnose sepsis. Pregnant women and patients 
under 18  years of age and those with severe anae-
mia, active bleeding, or chemotherapy were excluded. 
The demographic data of the included septic patients 
are shown in Additional file  1: Table  S1. Blood sam-
ples from healthy volunteers were used as controls, and 
healthy blood donors were age- and sex-matched to 
septic patients. Then, plasma and neutrophils were iso-
lated from healthy donors and septic patients. All plasma 
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samples were aliquoted and stored at – 80 °C. The study 
was conducted in accordance with the Declaration of 
Helsinki, and the protocol was approved by the institu-
tional ethics and review board of Nanjing Drum Tower 
Hospital (Approval No. 2022-257-01). Informed consent 
was obtained from the participating volunteers, patients 
or their representatives.

Macrophage cell culture
Human peripheral blood was obtained from healthy vol-
unteers with informed consent. Peripheral blood mono-
nuclear cells (PBMCs) were isolated using a Ficoll 1.077 
density gradient (Solarbio, Beijing, China) as described 
previously [17]. PBMCs were differentiated into mac-
rophages by incubation with Rosewell Park Memorial 
Institute (RPMI) 1640 medium (Gibco, USA) containing 
10% fetal bovine serum (FBS, Gibco, USA) and 20  ng/
mL recombinant human macrophage-colony stimulat-
ing factor (rhM-CSF, PeproTech, Suzhou, China). Mature 
M0 macrophages were induced after 7  days of culture. 
M2 macrophages were induced by adding 20 ng/mL IL-4 
(PeproTech, China) for an additional 48  h. To inhibit 
PGE2 expression, celecoxib (20  µM; #HY-14398, MCE 
corporation, USA), a selective  COX-2  inhibitor, was 
added to the culture medium.

In addition, we also polarized mouse Raw264.7 mac-
rophages to M2-type macrophages by adding 20 ng/mL 
mouse IL-4 and IL-13 (PeproTech, China) to complete 
culture medium (DMEM containing 10% FBS, supple-
mented with 50 mg/mL penicillin/streptomycin) for 48 h. 
Then, RT‒qPCR was performed to identify the M2 polar-
ization of the macrophages. To inhibit PGE2 expression, 
celecoxib (20 µM) was also added to the culture medium.

Exosome isolation and characterization
After the induction of M0/M2 macrophages, the cul-
ture medium was replaced with RPMI 1640 containing 
10% exosome-free FBS (#EXO-FBS-50A-1; System Bio-
sciences, Palo Alto, CA, USA) for 24 h. Then, exosomes 
were isolated from the supernatant of M0 macrophages 
(M0-Exos) and M2 macrophages (M2-Exos) using 
ExoQuick-TC (#EXOTC10A-1; System Biosciences, 
USA) according to the manufacturer’s instructions. The 
detailed methods used to determine exosomal morphol-
ogy, size distribution and surface marker expression are 
described in Additional file 2.

PMN isolation
PMNs were isolated from the venous blood of healthy 
volunteers or septic patients by polymorphprep™ isola-
tion reagent (#1114742, Axis-Shield, Norway) according 
to the manufacturer’s instructions. The resulting cells 
consisted of 90% PMNs, and the viability of the isolated 

PMNs was 95%, as assessed by flow cytometry and 
Trypan blue staining. After isolation, PMNs were sus-
pended in complete culture medium (RPMI 1640 con-
taining 1% FBS, supplemented with 50 mg/mL penicillin/
streptomycin) at a concentration of  106 cells/mL.

In vitro co‑culture experiments
Ex vivo neutrophil function analysis was performed on 
ICU admission samples using septic plasma. PMNs were 
activated upon adding 20% septic plasma (SP) steri-
lized through a 0.22-μm filter (Millipore) to the culture 
medium, and 20% plasma from healthy volunteers (HP) 
was used as a negative control. To rule out the possibility 
that plasma from different septic patients could influence 
the results, we treated PMNs isolated from the same indi-
vidual using septic plasma from the same patient for each 
experiment, and every experiment was repeated at least 
three times using septic plasma from different patients. 
After the 1-h pretreatment with septic plasma, the super-
natant was changed to fresh complete culture medium, 
and PMNs were then cocultured with PBS/M0-Exos/
M2-Exos (100 μg/mL) derived from PBMC-differentiated 
macrophages for 5  h at 37  °C. For migration capacity 
analysis of neutrophils from septic patients, PMNs were 
directly cocultured with M0/M2-Exos (100  μg/mL) for 
5 h after isolation.

In addition, some PMNs were cultured with or without 
10  µM BOC-2 (LXA4 receptor antagonist; #HY-P1795, 
MCE corporation, USA), 1 µM PD146176 (15-LO inhibi-
tor; #HY-103157, MCE corporation, USA), 1  µM E7046 
(EP4 receptor antagonist; #HY-103088, MCE corpora-
tion, USA), 100  nM LXA4 (#90410, Cayman Chemical, 
Michigan, USA), and 100 nM PGE2 (#HY-101952, MCE 
corporation, USA).

Transwell assay
After treatment with M0/M2-Exos for 5  h, neutrophils 
(2 ×  105) were collected and plated in the upper insert 
(polycarbonate filter 5 µm) of the Transwell kits (#3415, 
Corning, USA). Medium containing 20  ng/mL recom-
binant human IL-8 (Sino Biological, Beijing, China) 
was placed in the lower well as a chemotactic stimulus. 
After a 2-h incubation, cells in the lower chamber were 
counted under a microscope.

NET quantification assay
To quantify NETs in the cell culture supernatant and 
plasma, we used the PicoGreen dsDNA Quantification 
Kit (Invitrogen, Carlsbad, CA, USA) and a capture ELISA 
based on myeloperoxidase (MPO) associated with DNA 
[18]. For ELISA analysis of NET concentration in plasma, 
1 μg/mL anti-MPO mAb was used as a capture antibody 
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with Cell Death Detection ELISA (Roche, Indianapolis, 
IN, USA) according to the instructions.

NET formation was also quantified by confocal micros-
copy. PMNs were allowed to settle on glass coverslips 
precoated with poly-l-lysine (#354085, Corning, NY, 
USA) for 30  min prior to being treated for a specific 
period of time. PMNs were incubated with 1 μM SYTOX 
Green reagent (#S7020, Invitrogen, USA) at 37  °C for 
10  min. Nuclei were counterstained using DAPI, and 
the cells were mounted in Antifade Mounting Medium 
(#P0126, Beyotime Biotechnology, Shanghai, China) for 
imaging with a confocal microscope. For each slice, 5 
random fields were captured and analysed. NET-positive 
cells and NET area were quantified using ImageJ software 
v.1.3.7. Only structures depicting NET morphology and 
positive for SYTOX Green were selected for area quan-
tification, and intact granulocyte nuclei were excluded 
from the analysis.

Targeted metabolite analysis of arachidonic acid 
(AA)‑derived eicosanoids
Fourteen AA-derived eicosanoids in M0/M2-Exo-
treated PMNs isolated from heathy volunteers and septic 
patients were detected by liquid chromatography-tan-
dem mass spectrometry (LC‒MS/MS) according to the 
established method [19]. Approximately 50  mg of PMN 
pellets were collected and homogenized with metha-
nol. After centrifugation (12,000  g, 4  °C, 15  min), the 
supernatant was collected for extraction of AA-derived 
eicosanoids with the Oasis HLB elution system (Waters, 
Milford, MA), which was preactivated and equilibrated 
with methanol and water. After elution with methanol, 
the eluted AA-derived eicosanoids were lyophilized and 
reconstituted in 1% formic acid and 80% acetonitrile 
solution for analysis with liquid chromatography high 
resolution mass spectrometry (Vanquish, UPLC cou-
pled with Q Exactive, Thermo Fisher, USA). Electrospray 
ionization was used for detection in both positive and 
negative ion modes. The standards TXB2 (thromboxane 
B2), PGE2, PGD2 (prostaglandin D2), PGA2 (prostaglan-
din A2), PGJ2 (prostaglandin J2), 6-trans-LTB4 (6-trans 
leukotriene B4), LTB4, 15-HETE (15-hydroxyeicosa-
tetraenoic acid), 12-HETE (12-hydroxyeicosatetraenoic 
acid), 5-HETE (5-hydroxyeicosatetraenoic acid), 14,15-
EET (14,15-epoxy-5,8,11-eicosatrienoic acid), 5-oxo-
ETE (5-oxo-6,8,11,14-eicosatetraenoic acid), 11,12-EET 
(11,12-epoxy-5,8,14-eicosatrienoic acid), and 8,9-EET 
(8,9-epoxyeicosatrienoic acid) were purchased from 
TIANGEN (Beijing, China). Quantitative control sam-
ples were used to monitor the stability and repeatability 
of the system. MultiQuant software was used to extract 
chromatographic peak area and retention time. Metabo-
lite concentration was calculated based on the peak area 

ratios analyte/internal standard and concentration of 
standard samples.

Animals
Wild-type (WT) male C57BL/6J mice aged 6–8  weeks 
(Vital River Laboratories, Zhejiang, China) were fed 
under a specific pathogen-free environment in the Labo-
ratory Animal Center of Nanjing Drum Tower Hospital. 
All animal experiments were conducted under the rules 
approved by the Ethics Committee of Nanjing Drum 
Tower Hospital (Approval No. 2021AE01055).

Establishment of the mouse model of caecal ligation 
and puncture (CLP) and in vivo exosome administration
The CLP mouse model was prepared as previously 
described [7]. Mice were sedated with an intraperitoneal 
injection of pentobarbital (60 mg/kg). After disinfection, a 
1 cm midline laparotomy was made in the abdomen. The 
caecum was then exteriorized, ligated below the caecal 
valve, and punctured with an 18-gauge needle to induce 
sepsis. A small drop of caecal content was extruded. The 
caecum was then returned to the peritoneal cavity, and 
the abdominal incision was closed with sutures. The ani-
mals were resuscitated with (5  mL/100  g) saline. Sham 
animals underwent the same surgical procedures without 
caecum ligation and puncture. To explore exosome func-
tion in  vivo, mice were intraperitoneally  (i.p.) injected 
with M0/M2-Exos (300  μg/mouse) derived from mouse 
Raw264.7 macrophages using 31-gauge insulin syringes 
1 h after CLP surgery. After 24 h of CLP, blood and lung 
tissues were harvested as described previously.

Histopathological evaluation of lung tissues
To visualize changes in morphology, lung tissues were 
harvested and fixed in 4% paraformaldehyde for H&E 
staining. H&E staining was evaluated by a pathologist 
who was blinded to the experimental groups. To evalu-
ate lung injury, five independent random lung fields were 
evaluated per mouse for neutrophils in alveolar spaces, 
neutrophils in interstitial spaces, hyaline membranes, 
proteinaceous debris filling the airspaces, and alveolar 
septal thickening. These results were weighed accord-
ing to the official American Thoracic Society workshop 
report on features and measurements of experimental 
acute lung injury (ALI) in animals. The resulting injury 
score is a continuous value between 0 and 1.

Bacterial load quantification
To determine the bacterial load, lungs were harvested 
at 24  h after CLP under sterile conditions. The same 
amounts of the lung tissues were homogenized, incu-
bated at 37 °C for 1 h, and centrifuged at 500×g for 5 min. 
The supernatant of the tissues was then properly diluted 
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with sterile normal saline and plated on tryptic soy agars. 
The agar plates were incubated at 37 °C for 24 h, and the 
number of bacterial colonies was calculated as colony 
forming units (CFU).

Immunohistochemistry (IHC) and neutrophil quantification 
in the lung tissues
IHC was performed by treating the paraffin-embedded 
tissue sections with 3%  H2O2 for 15  min and then sub-
jecting them to microwave Ag retrieval. The slides were 
blocked with 3% BSA for 30 min and incubated with rab-
bit anti-mouse anti Ly-6G Ab overnight at 4  °C. After 
three washes with PBS, the samples were first incubated 
with HRP-conjugated goat anti-rabbit antibody and then 
with diaminobenzidine (Servicebio, Wuhan, China) as a 
substrate and counterstained with haematoxylin. Images 
were captured using an Olympus microscope (Olym-
pus, Tokyo, Japan). Five fields per slide were selected 
randomly from a single mouse and then evaluated by 
an experienced pathologist blinded to the assignment of 
mice to treatments.

Immunofluorescence (IF) staining
Paraffin-embedded lung tissues were sectioned, blocked 
with PBS containing 1% goat serum and 3% BSA, and 
permeabilized with PBS/0.01% Triton X-100. For neu-
trophil quantification, slides were incubated overnight 
at 4  °C with rabbit anti-mouse anti Ly-6G antibody. For 
NET detection in the lung tissue, the slides were incu-
bated with antibodies against MPO and citrullinated his-
tone H3 (CitH3) (#ab5103, Abcam). Following incubation 
with the primary antibody, the slides were washed with 
PBS, incubated for 1  h with species-specific second-
ary antibody coupled with Alexa Fluor Dye, counter-
stained with DAPI, and finally viewed under an Olympus 
microscope.

Systemic circulating neutrophils
Systemic circulating neutrophils in mouse venous blood 
were detected using a BC-6800Plus instrument (Mindray, 
Shenzhen, China).

Flow cytometry analysis of neutrophils
Single-cell suspensions were obtained from peripheral 
blood, labelled with fluorescent antibodies, and filtered 
through 40-μm cell strainers. All samples were analysed 
on a C6 instrument (BD Biosciences) and analysed with 
FlowJo software. The antibodies used for staining cells 
were as follows: FITC anti-mouse CD11b (#101205, Bio-
legend, USA), PE anti-mouse Gr-1 (#108407, Biolegend, 
USA), and APC anti-mouse CXCR2 (#149311, Biolegend, 
USA). Mouse neutrophils were defined as cells express-
ing both Gr-1 and CD11b.

Detection of ROS
ROS generation in PMNs was determined by flow cytom-
etry with CM-H2DCFDA staining (#C6827, Invitrogen, 
USA). Briefly, PMNs were collected and resuspended in 
prewarmed loading buffer containing freshly prepared 
probe (10 μM). After a 30-min incubation at room tem-
perature, the fluorescence intensity was examined by 
flow cytometry.

Enzyme‑linked immunosorbent assay (ELISA)
The levels of LXA4, LTB4 and PGE2 were measured by 
ELISA kits (CUSABIO, Houston, USA) according to the 
manufacturer’s protocols. The absorbance was meas-
ured at 450 nm with a microplate reader, and the levels 
of LXA4, LTB4 and PGE2 were calculated by the optical 
density and standard curve.

Statistical analysis
Normally distributed data were tested using the Shap-
iro‒Wilk test and are presented as the means ± standard 
deviations. Comparisons between two groups were per-
formed by the 2-tailed Student’s t test. Multiple group 
comparisons were performed by one-way ANOVA fol-
lowed by Tukey’s multiple comparisons test with Graph-
Pad Prism 8 software. Comparison of survival rates 
between groups was performed using the log-rank test. 
A value of P < 0.05 was considered statistically significant.

Results
M2‑Exos reduce lung injury and improve the survival 
of septic mice
First, exosomes were isolated and purified from the 
supernatant of mouse Raw264.7 macrophages that were 
cultured to the M0 phenotype (M0-Exos) or M2 phe-
notype (M2-Exos) and were characterized morphologi-
cally using transmission electron microscopy. As shown 
in Fig.  1a, the isolated microvesicles displayed a round, 
cup-shaped morphology and were approximately 100 nm 
in diameter. Furthermore, NanoSight analysis deter-
mined that the particle size distribution of the purified 
exosomes was approximately 100 nm (Fig. 1b), and west-
ern blotting showed high expression of the exosome-spe-
cific markers CD63, CD9 and TSG101 in M0-Exos and 
M2-Exos (Fig. 1c).

To investigate the function of M2-Exos in the biology 
of sepsis-related ALI/ARDS, we established a caecal liga-
tion and puncture (CLP)-induced sepsis model that was 
clinically consistent with human septic peritonitis, and 
either M0-Exos or M2-Exos were administered intra-
peritoneally (i.p.) 1 h after surgery (Fig. 1d). Ex vivo flu-
orescence imaging showed that Dil-labelled exosomes 
accumulated in the lung tissue 24 h after intraperitoneal 
injection and colocalized with Ly6G (neutrophil-specific 
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Fig. 1 M2-Exos reduce lung injury and improve the survival of septic mice. a Electron micrograph of exosomes derived from the supernatant 
of polarized mouse Raw264.7 macrophages. Scale bar, 100 nm. b Exosome size distribution was measured by NanoSight tracking analysis. c CD63, 
CD9 and TSG101 protein expression in exosomes loaded with equal amounts of exosome protein (40 μg) was quantified by Western blotting. 
d–j WT C57BL/6 mice were intraperitoneally administered M0-Exos or M2-Exos (300 μg/mouse) derived from mouse Raw264.7 macrophages 1 h 
after CLP. d Schematic design for M0-Exo/M2-Exo treatment in the CLP model. e Representative images of direct immunofluorescence staining 
of DNA (blue), Ly6G (green), and Dil (red) in lung sections following intraperitoneal injection of Dil-labelled exosomes; white arrows indicate 
Dil-positive neutrophils. Scale bar, 50 μm. f Ex vivo fluorescent signals in the lungs of mice intraperitoneally injected with Dil-labelled exosomes. g 
Evaluation of lung histology by H&E staining (magnification × 400). Red arrows indicate neutrophils in the alveolar and interstitial space, blue arrows 
indicate alveolar macrophages, green arrows indicate proteinaceous debris filling, and black arrows indicate thickening of the alveolar walls. Scale 
bar, 40 μm. Lung injury scores were assessed. h Detection of inflammatory cytokine mRNA (IL-1β, IL-6, TNF-α) expression in lung tissues by RT‒qPCR. 
i Survival rate of CLP mice with M0-Exo or M2-Exo treatment (n = 8) and log-rank test was used for the analysis. j Lung tissues were harvested at 24 h 
after CLP. The supernatant was collected after homogenization and centrifugation. An equal amount of the supernatant was spread on agar plates 
for colony formation. The number of bacterial colonies was assessed. CFU, colony-forming unit. One-way analysis of variance with Tukey’s multiple 
comparisons test was used for the analysis. Graphs represent means ± standard deviations, n ≥ 3; *P < 0.05, **P < 0.01 compared within two groups; 
NS, not significant
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marker) (Fig.  1e, f ). The histopathological appearance 
of the lung tissue showed marked accumulation of neu-
trophils and alveolar septal thickening following CLP 
surgery, and lung injury was attenuated after M2-Exo 
treatment (Fig. 1g). Consistent with the histological eval-
uation, intraperitoneal injection of M2-Exos significantly 
inhibited the expression of proinflammatory mediators 
(IL-6, IL-1β and TNF-α) in the lung tissue following 
CLP (Fig. 1h). Furthermore, compared with the M0-Exo-
treated group, M2-Exo (150 or 300  µg/mouse) treat-
ment significantly increased the survival of the animals 
(Fig. 1i and Additional file 1: Fig. S1), while the bacterial 
load in the lungs was not significantly different between 
the two groups (Fig. 1j). To determine whether M2-Exos 
affected CLP-induced tissue damage and mouse lethal-
ity at different stages, M0/M2-Exos (300 µg/mouse) were 
administered 1 day after CLP, and M2-Exos still showed a 
significant protective effect on lung injury and increased 
the survival rate of septic mice (Additional file 1: Fig. S2). 
All these data indicate that M2-Exos could alleviate lung 
injury and improve the survival rate of septic mice.

M2‑Exos inhibit PMN recruitment and NET formation 
during sepsis in vivo
The high lethality of sepsis is associated with dysregula-
tion of the host inflammatory response, including the 
detrimental effect of aberrant activation of PMNs [20, 
21]. Therefore, we decided to test whether M2-Exos 
could inhibit the overactivation of PMNs in sepsis. Intra-
peritoneal injection of M2-Exos significantly reduced 
the number of PMNs in the peripheral  blood (Fig.  2a, 
b) and lung tissues (Fig. 2c, d) following CLP, indicating 
impaired recruitment of PMNs from the bone marrow to 
the circulation and eventually to the organ.

In addition, a previous study demonstrated that NETs 
were primarily observed in the lungs, and NETs facilitate 
bacterial clearance but can also directly induce cytotoxic 
effects on tissues, which in turn propagate inflammation 
and cause organ injury during sepsis [22]. In our study, 
immunofluorescence staining with anti-citrullinated 
histone H3 (CitH3) and anti-MPO showed that M2-Exo 
treatment reduced NET formation in the lung tissues 
of CLP mice (Fig.  2e). The amounts of plasma dsDNA 
and soluble NET components (MPO-DNA complexes) 
were significantly lower in M2-Exo-treated mice than in 
M0-Exo-treated controls (Fig. 2f, g).

M2‑Exos inhibit PMN recruitment and NET formation 
during sepsis in vitro
To further determine whether M2-Exos could limit 
the chemotaxis and NET formation capacity of PMNs, 
we established an in  vitro coculture system. As illus-
trated in Fig.  3a, PMNs from healthy volunteers were 

first activated by septic plasma and then cocultured 
with 50–150  µg/mL M0/M2-Exos derived from human 
PBMC-differentiated macrophages. The characteriza-
tion of exosomes and the phagocytosis of Dil-labelled 
exosomes by PMNs are shown in Additional file  1: Fig. 
S3. PMN migration towards IL-8 was decreased signifi-
cantly after M2-Exo treatment compared with that in 
the M0-Exo-treated group (Fig.  3b, Additional file  1: 
Fig. S4a). In addition, the recruitment of PMNs isolated 
from septic patients towards IL-8 was also inhibited by 
M2-Exos (Fig. 3c, d, Additional file 1: Fig. S4b).

Subsequently, we observed typical NET structure for-
mation in PMNs isolated from both healthy volunteers 
and septic patients after incubation with plasma from 
septic patients (SP) but not with plasma from healthy 
controls (HP). Upon culturing PMNs with M2-Exos, we 
found that NET formation induced by septic plasma was 
significantly reduced compared with that in the M0-Exo 
group (Fig. 3e–h). In addition, septic plasma could inhibit 
PMN apoptosis, while treatment with M2-Exos following 
septic plasma showed no effect on the apoptotic rate of 
PMNs (Additional file 1: Fig. S5). All these data suggest 
that M2-Exos possess the ability to inhibit PMN chemot-
axis and NET production during sepsis.

M2‑Exos lead to lipid mediator class switching of PMNs 
during sepsis
Next, we investigated how M2-Exos inhibited the migra-
tory and NET formation ability of PMNs. For neutrophils, 
previous studies suggest that switching of eicosanoid bio-
synthesis from the predominantly proinflammatory lipid 
mediator LTB4 to the anti-inflammatory lipid LXA4 dur-
ing acute exudate formation could “reprogram” exudate 
neutrophils to promote resolution—a process termed 
“lipid mediator class switching” [13]. However, whether 
this process also plays a role in inflammation resolution 
in sepsis remains unclear. Targeted metabolite analy-
sis of arachidonic acid (AA)-derived eicosanoids in M0/
M2-Exo-treated PMNs using liquid chromatography 
high resolution mass spectrometry revealed that com-
pared to the M0-Exo group, the concentration of LTB4 
was significantly lower (P < 0.05) and the concentration 
of 15-hydroxyeicosate-traenoic acid 15-HETE (LXA4 is 
produced by the metabolism of 15-HETE [23]) was sig-
nificantly higher (P < 0.05) in M2-Exo-treated PMNs iso-
lated from both healthy volunteers (Fig.  4a) and septic 
patients (Fig. 4b). Further ELISA in the present study also 
showed that septic plasma increased LTB4 production 
in the supernatant of PMNs isolated from healthy vol-
unteers (Fig.  4d), while M2-Exos significantly increased 
the LXA4 concentration (Fig. 4c and e) and decreased the 
LTB4 concentration (Fig. 4d and f ) in the supernatant of 
PMNs isolated from both healthy volunteers and septic 
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Fig. 2 M2-Exos inhibit PMN recruitment and NET formation during sepsis in vivo. WT C57BL/6 mice were administered M0-Exos or M2-Exos 
(300 μg/mouse) derived from mouse Raw264.7 macrophages via intraperitoneal injection 1 h after surgery. Twenty-four hours after CLP, venous 
blood and lung tissues were harvested. a Flow cytometry detection of the percentage of systemic circulating PMNs by staining with CD11b 
and Gr-1. b Absolute neutrophil number in peripheral blood. c and d  Ly6G+ cells in the lung tissues were detected by immunohistochemistry 
and immunofluorescence. Scale bar, 40 μm. e Representative images showing the presence of NETs (MPO, red; citrullinated H3, green) in the lung 
tissues. Nuclei were counterstained with DAPI (blue). Scale bar, 40 μm. f and g Quantification of dsDNA and circulating NET structures in the plasma 
of mice using PicoGreen fluorescent dye and MPO-DNA-ELISA, respectively. One-way analysis of variance with Tukey’s multiple comparisons test 
was used for the analysis. Graphs represent means ± standard deviations, n = 5–6; *P < 0.05, **P < 0.01 compared within two groups
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patients. In addition, no significant difference in M0- or 
M2-Exo-carried LTB4 was found (Fig.  4g), nor was the 
LXA4 concentration in exosomes, which was below the 
detection limit of the ELISA kit (data not shown). All 
these results indicate that M2-Exos switched LTB4 to 
LXA4 production in PMNs during sepsis.

M2‑Exos inhibit PMN recruitment and NET formation 
through LXA4 upregulation
LXA4 is an important endogenous lipid that mediates the 
resolution of inflammation by functioning on the LXA4 
receptor/formyl peptide receptor 2 (ALX/FPR2) [24]. 
To test whether upregulated LXA4 production medi-
ated the inhibitory function of M2-Exos on PMNs, we 
chose BOC-2 (LXA4 receptor antagonist) to abrogate 
the effect of LXA4. First, we performed an in vitro cocul-
ture experiment and found that the migration and NET 
formation capacity of PMNs isolated from both healthy 
volunteers and septic patients inhibited by M2-Exos was 
reversed by BOC-2 treatment (Fig.  5a–c). To confirm 
the role of LXA4 in M2-Exo-induced inhibitory effects 
on PMN migration and NET formation, we also con-
ducted experiments regarding the effects of BOC-2 and 
exogenous LXA4 on M0-Exo-treated PMNs. The results 
showed that BOC-2 did not influence the migration and 
NET formation capacity of M0-Exo-treated PMNs, while 
the addition of exogenous LXA4 to M0-Exo-treated 
PMNs inhibited NET formation and neutrophil migra-
tion capacity (Additional file 1: Fig. S6a-c).

To further investigate the LXA4-dependent action 
of M2-Exos in  vivo, we coadministered M2-Exos and 
BOC-2 via intraperitoneal injection in the CLP model 
and found that BOC-2 increased the concentration 
of NET components in mouse plasma (Fig.  5d, e) and 
NET deposition in the lung (Fig. 5f ) compared with the 
M2-Exo group. We also observed a significant increase 
in PMN recruitment to peripheral blood (Fig. 5g, h) and 
lung tissue (Fig. 5i, j) when septic mice were treated with 
M2-Exos + BOC-2 compared with that in the M2-Exo 
group. Consistent with the increased PMN recruitment 
and NET formation in the lung, the protective effects 
of M2-Exos against morphological changes and pro-
inflammatory mediator production in the lung tissues 

were abolished by BOC-2 (Fig. 5k, l). In addition, coad-
ministration of LXA4 and M0-Exos in the CLP model 
decreased NET formation and neutrophil migration to 
the circulation and lung tissues and alleviated lung injury 
compared to the M0-Exo only group, while BOC-2 treat-
ment showed no difference from the M0-Exo group 
(Additional file  1: Fig. S6d-i). These data demonstrate 
that the M2-Exo-mediated reduction in CLP-induced 
PMN migration and NET formation was dependent on 
LXA4. However, it remains unclear how upregulated 
LXA4 alters PMN behaviour.

LXA4 increased by M2‑Exos downregulates CXCR2 and ROS 
expressions in PMNs
Chemokine (C-X-C motif ) receptor 2 (CXCR2) is a 
critical chemokine receptor responsible for neutrophil 
chemotaxis to infection sites [25]. In addition, CXCR2 
signalling-induced and reactive oxygen species (ROS)-
dependent NET formation has been demonstrated to 
be a therapeutic target in sepsis [22, 26]. Therefore, we 
postulated that LXA4 upregulation by M2-Exos could 
inhibit PMN activity by regulating CXCR2 and/or ROS 
expression. As expected, CXCR2 and ROS expressions in 
PMNs isolated from both healthy volunteers and septic 
patients were downregulated by M2-Exos compared with 
M0-Exos, which were reversed by BOC-2 (Fig. 6a–d). In 
addition, M2-Exo-induced CXCR2 and ROS downregu-
lation in peripheral blood neutrophils was abrogated by 
BOC-2 in the CLP model (Fig. 6e, f ). Exogenous addition 
of LXA4 decreased the expression of CXCR2 and ROS 
in PMNs both in vitro (Additional file 1: Fig. S7a-b) and 
in vivo (Additional file 1: Fig. S7c-d). All these data sug-
gest that the effect of LXA4 upregulation by M2-Exos on 
PMNs might be mediated by downregulating CXCR2 and 
ROS expressions.

M2‑Exos promote LXA4 production in PMNs by increasing 
15‑LO expression
We next investigated how M2-Exos increased LXA4 
production in PMNs. Previous studies have shown that 
arachidonate 15-lipoxygenase (15-LO) activity, in com-
bination with arachidonate 5-lipoxygenase (5-LO), 
can produce lipoxins, and 5-LO activity alone forms 

(See figure on next page.)
Fig. 3 M2-Exos inhibit PMN recruitment and NET formation during sepsis in vitro. a and b PMNs from healthy volunteers were preactivated 
by septic plasma and then cocultured with M0/M2-Exos (100 μg/mL) derived from PBMC-differentiated macrophages. After 5 h, PMNs 
were collected for migration capacity analysis with IL-8 as a chemokine. After a 2-h incubation, cells in the lower chamber were collected 
and counted under a microscope. c and d PMNs isolated from septic patients were directly cocultured with M0/M2-Exos (100 μg/mL) derived 
from PBMC-differentiated macrophages for 5 h after isolation. Then, PMNs were transferred for the transwell assay. e–h Ex vivo NET formation assay 
with neutrophils isolated from healthy volunteers or septic patients activated by septic plasma (SP). Plasma from healthy volunteers (HP) was used 
as a negative control. Typical images of NET formation are presented in e and g using SYTOX Green (green), where white arrows indicate NETs. 
Scale bar, 50 μm. NET formation was quantified as the percentage of neutrophils forming NETs and the NET area per microscopic field. f and h 
Quantification of dsDNA in the supernatant of cultured PMNs using PicoGreen fluorescent dye. One-way analysis of variance with Tukey’s multiple 
comparisons test was used for the analysis. Graphs represent means ± standard deviations; *P < 0.05, **P < 0.01 compared within two groups
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leukotrienes [27]. As shown in Fig.  4a and b, M2-Exos 
increased the 15-LO product, 15-HETE concentration in 
PMNs, indicating that higher 15-LO activity was induced 

following M2-Exo treatment. Additionally, we found that 
M2-Exos increased 15-LO expression in PMNs isolated 
from both healthy volunteers and septic patients, while 

Fig. 3 (See legend on previous page.)
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the expression of 5-LO remained unchanged (Fig.  7a, 
b). Treatment with PD146176, a specific 15-LO inhibi-
tor, significantly decreased the LXA4 concentration and 
increased the LTB4 concentration in the supernatant 
of M2-Exo-treated PMNs (Fig.  7c, d). PD146176 also 
increased the migration and NET formation capacity of 
M2-Exo-treated PMNs, and the addition of exogenous 
LXA4 following 15-LO inhibition abrogated the effect 
of PD146176 (Fig.  7e–g). Flow cytometry showed that 
CXCR2 and ROS expressions in M2-Exo-treated PMNs 
were increased after PD146176 treatment, which were 
reversed by LXA4 addition (Fig.  7h, i). All these results 
indicate that M2-Exos promoted LXA4 production by 
increasing 15-LO expression in PMNs.

Exosomal PGE2 from M2 macrophages is necessary 
for 15‑LO upregulation and PMN inhibition
A recent study reported that PGE2 could promote resolu-
tion of inflammation by switching lipid mediator biosyn-
thesis and guiding neutrophil phenotype alteration [28]. 
As indicated by our targeted metabolite analysis results, 
the PGE2 concentration tended to be higher in M2-Exo-
treated PMNs than in the M0-Exo-treated PMNs (Fig. 4a, 
b). We therefore sought to determine whether PGE2 
could be transferred through M2-Exos and whether 
PGE2 in M2-Exos mediated its inhibitory effect on 
PMNs. First, we showed that the PGE2 level in M2-Exos 
was significantly higher than that in M0-Exos (Fig.  8a). 
Septic plasma (SP) treatment slightly increased PGE2 
level in the supernatant of cultured PMNs compared to 
the plasma from healthy control-treated PMN group, 
and M2-Exo treatment significantly increased PGE2 
level compared to that in the M0-Exo group (Additional 
file 1: Fig. S8c). To delete PGE2 in M2-Exos, we blocked 
PGE2 production by celecoxib, a selective cyclooxyge-
nase-2 (COX-2) inhibitor. The PGE2 level in exosomes 
from celecoxib-treated M2 macrophages (Cel-M2-Exos) 
was significantly lower than that in M2-Exos (Fig.  8a). 
As expected, 15-LO expression in Cel-M2-Exo-treated 
PMNs was lower than that in M2-Exo-treated PMNs, 
and the addition of exogenous PGE2 to Cel-M2-Exos 
increased 15-LO expression in PMNs (Fig. 8b), indicating 

that 15-LO upregulation in PMNs following M2-Exo 
treatment was dependent on PGE2. Additionally, Cel-
M2-Exo-treated PMNs showed impaired lipid mediator 
class switching, while the addition of PGE2 mimicked the 
effects of M2-Exos on LXA4 and LTB4 alteration (Fig. 8c, 
d).

Additionally, the in vitro coculture experiment showed 
that NET formation (Fig.  8e, f ), neutrophil migration 
capacity (Fig. 8g), CXCR2 (Fig. 8h) and ROS expressions 
(Fig.  8i) of PMNs were all increased in the Cel-M2-Exo 
group compared with the M2-Exo group, while supple-
mentation with PGE2 in the culture medium reversed the 
effects of Cel-M2-Exos on PMNs.

To confirm the results obtained from the in  vitro 
experiment, we administered M2-Exos or Cel-M2-Exos 
i.p. one hour following CLP, we found an increasement in 
NET formation (Fig. 8j–l), trafficking of neutrophils from 
bone marrow to the circulation (Fig.  8m, n) and lung 
tissues (Fig.  8o, p), and increased expression of CXCR2 
(Fig.  8q) and ROS (Fig.  8r) in peripheral blood neutro-
phils following Cel-M2-Exo administration compared 
with M2-Exo administration. In addition, the lung injury 
score (Fig.  8s), proinflammatory mediator production 
in the lung tissue (Fig. 8t) and mortality rate (Fig. 8u) in 
the Cel-M2-Exo group were all significantly higher than 
those in the M2-Exo group.

To further clarify the protective role of PGE2 in 
M2-Exos, we conducted experiments regarding the direct 
effects of PGE2 on SP/SP + M0-Exo-treated PMNs. First, 
the viability of PMNs was examined, and the results 
showed that PGE2 (100  nM) treatment did not influ-
ence the apoptotic rate of SP/SP + M0-Exo-treated PMNs 
(Additional file  1: Fig. S9a). PGE2 increased 15-LO 
expression in both SP and SP + M0-Exo-treated PMNs 
(Additional file  1: Fig. S9b). Additionally, PGE2 showed 
the ability to switch LTB4 to LXA4 production (Addi-
tional file 1: Fig. S9c-d). NET formation (Additional file 1: 
Fig. S9e-f ), neutrophil migration capacity (Additional 
file 1: Fig. S9g), CXCR2 (Additional file 1: Fig. S9h) and 
ROS expressions (Additional file  1: Fig. S9i) in PMNs 
were all decreased following PGE2 treatment. The direct 
effects of PGE2 on sepsis-related ALI in CLP mice were 

Fig. 4 M2-Exos lead to lipid mediator class switching of PMNs during sepsis. a, c and d PMNs isolated from healthy volunteers were preactivated 
upon adding 20% septic plasma (SP) to the culture medium, and 20% plasma from healthy volunteers (HP) was used as a negative control. After 
1 h, the culture medium was replaced with fresh medium, and PMNs were then cocultured with PBS/M0-Exos/M2-Exos (100 μg/mL) derived 
from PBMC-differentiated macrophages for 5 h. b, e and f PMNs from septic patients were directly cocultured with M0/M2-Exos (100 μg/mL) for 5 h 
after isolation. a and b Targeted metabolite analysis of eicosanoids in M0/M2-Exo-treated PMNs using liquid chromatography high-resolution mass 
spectrometry. LXA4 (c and e) and LTB4 (d and f) concentrations in the supernatant of cocultured PMNs were detected by ELISA kits. g LTB4 levels 
were compared in M0-Exos and M2-Exos from PBMC-differentiated macrophages by ELISA. One-way analysis of variance with Tukey’s multiple 
comparisons test (c–f) or Student’s t test (a, b, g) was used for the analysis. Graphs represent means ± standard deviations, n = 3–5; *P < 0.05, 
**P < 0.01 compared within two groups. TXB2, thromboxane B2; PGE2, prostaglandin E2; PGD2, prostaglandin D2; PGA2, prostaglandin A2; PGJ2, 
prostaglandin J2; 6-trans-LTB4,6-trans leukotriene B4; 15-HETE, 15-hydroxyeicosatetraenoic acid; 14,15-EET, 14,15-epoxy-5,8,11-eicosatrienoic acid; 
5-oxo-ETE, 5-Oxo-6,8,11,14-eicosatetraenoic acid; 11,12-EET, 11,12-epoxy-5,8,14-eicosatrienoic acid; 8,9-EET, 8,9-epoxyeicosatrienoic acid

(See figure on next page.)
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Fig. 4 (See legend on previous page.)
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also determined, and the results showed a reduction in 
NET formation (Additional file  1: Fig. S10a-c), traffick-
ing of neutrophils from bone marrow to the circulation 
(Additional file 1: Fig. S10d) and lung tissues (Additional 
file 1: Fig. S10e), and decreased expression of CXCR2 and 
ROS (Additional file  1: Fig. S10f-g) in peripheral blood 
neutrophils. In addition, the lung injury score and pro-
inflammatory mediator production in the lung tissues in 
the M0-Exos + PGE2 group were all significantly lower 
than those in the M0-Exo alone group (Additional file 1: 
Fig. S10h-i).

Collectively, these data suggest that exosomal PGE2 
derived from M2 macrophages increased 15-LO expres-
sion in PMNs to upregulate LXA4 production and then 
modulated neutrophil migratory ability and NET forma-
tion capacity.

Exosomal PGE2 from M2 macrophages functions 
on the EP4 receptor of PMNs
PGE2 has been proven to signal in  vivo through the 
EP4 receptor of PMNs and then increase 15-LO expres-
sion [14]. To further test whether exosomal PGE2 from 
M2 macrophages modulated the neutrophil pheno-
type by functioning on the EP4 receptor, we used a spe-
cific antagonist (E7046) to block the binding of PGE2 
to its receptor EP4. As shown in Additional file  1: Fig. 
S11a, 15-LO expression was significantly lower in the 
M2-Exos + E7046 group than in the M2-Exo group. 
The M2-Exo-induced alteration of LXA4 and LTB4 was 
blocked following E7046 treatment (Additional file  1: 
Fig. S11b-c). Treatment with E7046 also increased NET 
formation (Additional file  1: Fig. S11d-e), neutrophil 
migration capacity (Additional file 1: Fig. S11f ), CXCR2 
(Additional file 1: Fig. S11g) and ROS expressions (Addi-
tional file  1: Fig. S11h) in PMNs, while LXA4 addition 
abrogated the effects of E7046 on PMNs.

In addition, in vivo experiments using the CLP model 
demonstrated that E7046 increased NET deposition in 

the lung (Additional file 1: Fig. S12a) and the concentra-
tion of NET components in mouse plasma (Additional 
file  1: Fig. S12b-c) compared with the M2-Exo only 
group. We also observed a significant increase in PMN 
recruitment to peripheral blood (Additional file  1: Fig. 
S12d) and lung tissues (Additional file  1: Fig. S12e) and 
increased expression of CXCR2 and ROS (Additional 
file 1: Fig. S12f-g) in peripheral blood neutrophils when 
CLP mice were treated with M2-Exos + E7046 compared 
with the M2-Exo only group. The protective effects of 
M2-Exos against morphological changes and proinflam-
matory mediator production in the lung tissues of CLP 
mice were also abolished by E7046 (Additional file 1: Fig. 
S12h-i).

Discussion
In this study, we investigated the effect of exosomes 
secreted by M2 macrophages on PMNs in sepsis-induced 
ALI by using a CLP murine model and in vitro coculture 
experiments. We demonstrated that M2-Exos could alle-
viate lung injury and reduce the mortality rate during 
sepsis. We further suggested that the underlying mecha-
nism was that exosomal PGE2 from M2 macrophages 
upregulated LXA4 production in PMNs by increas-
ing 15-LO expression to modulate the capacity of PMN 
migration and NET formation, possibly by downregulat-
ing PMN CXCR2 and ROS expressions (Fig. 9).

In the early stage of sepsis, PMNs are thought to be the 
primary innate immune cells that cause damage to host 
tissues [29]. An imbalance in the number, recruitment 
or functionality of PMNs results in an excessive inflam-
matory response and life-threatening critical syndromes 
following the onset of sepsis, making PMNs attractive 
therapeutic targets [3]. Accumulating evidence docu-
ments the phenotypic and functional versatility of PMNs, 
and their diverse roles in innate and adaptive immune 
responses provide important cues for the development 
of PMN-targeting therapies [30]. However, currently, an 

(See figure on next page.)
Fig. 5 M2-Exos inhibit PMN recruitment and NET formation through LXA4 upregulation. a Ex vivo NET formation assay with PMNs isolated 
from healthy volunteers or septic patients activated by septic plasma (SP) and then cocultured with M0/M2-Exos (100 μg/mL) derived 
from PBMC-differentiated macrophages for 5 h with or without BOC-2 (10 µM). Quantification of dsDNA in the supernatant of cultured PMNs 
using PicoGreen fluorescent dye. b Typical images of NET formation using SYTOX Green (green). Scale bar, 50 μm. NET formation was quantified 
as the percentage of neutrophils forming NETs and the NET area per microscopic field. c Transwell analysis of PMN migration capacity isolated 
from healthy volunteers or septic patients. One-way analysis of variance with Tukey’s multiple comparisons test was used for the analysis. n = 4. 
d–l WT C57BL/6 mice were administered M2-Exos (300 μg/mouse) derived from mouse Raw264.7 macrophages via intraperitoneal injection 
1 h after CLP. To block the LXA4 receptor, mice were treated with 50 µg/kg BOC-2 i.p. 30 min before CLP. d and e Quantification of dsDNA 
and circulating NET structures in the plasma of mice using PicoGreen fluorescent dye and MPO-DNA-ELISA, respectively. f Representative images 
showing the presence of NETs (MPO, red; citrullinated H3, green) in the lung tissues, as indicated by white arrows. Nuclei were counterstained 
with DAPI (blue). Scale bar, 40 μm. g Flow cytometry detection of the percentage of systemic circulating PMNs by staining with CD11b 
and Gr-1. h Absolute neutrophil number in peripheral blood. i and j  Ly6G+ cells in the lung tissues were detected by immunofluorescence 
and immunohistochemistry. Scale bar, 40 μm. k Evaluation of lung histology by H&E staining (magnification × 400). Red arrows indicate neutrophils 
in the alveolar and interstitial space, blue arrows indicate alveolar macrophages, and green arrows indicate proteinaceous debris filling. Scale bar, 
50 μm. Lung injury scores were assessed. l Detection of inflammatory cytokine mRNA (IL-1β, IL-6, TNF-α) expression in lung tissues by RT‒qPCR. 
Student’s t test was used for the analysis. Graphs represent means ± standard deviations, n = 6; *P < 0.05, **P < 0.01 compared within two groups
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ideal therapeutic strategy that could prevent or reverse 
PMN-mediated tissue injury without impairing their 
ability to control microbial invasion is still lacking.

Macrophages are also well known to be key media-
tors in determining the outcome of the inflammatory 

response, and the interaction between PMNs and mac-
rophages has gained increasing interest in the sepsis 
research field. Our previous studies demonstrated that 
alveolar macrophage-derived exosomes induced PMNs 
to undergo necroptosis [31], and PMN-derived exosomes 

Fig. 5 (See legend on previous page.)
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Fig. 6 LXA4 increased by M2-Exos downregulates CXCR2 and ROS expressions in PMNs. PMNs isolated from healthy volunteers (a and b) 
or septic patients (d) were activated by septic plasma (SP) and then cocultured with M0/M2-Exos (100 μg/mL) derived from PBMC-differentiated 
macrophages for 5 h with or without BOC-2 (10 µM) incubation. c PMNs from septic patients were directly cocultured with M0/M2-Exos (100 μg/
mL) for 5 h after isolation. CXCR2 (a and c) and ROS (b and d) expressions in cocultured PMNs were detected by flow cytometry. n = 4–5. e and f 
WT C57BL/6 mice were administered M0/M2-Exos (300 μg/mouse) derived from mouse Raw264.7 macrophages via intraperitoneal injection 1 h 
after CLP. To block the LXA4 receptor, mice were treated with 50 µg/kg BOC-2 i.p. 30 min before CLP. CXCR2 (e) and ROS (f) expressions in peripheral 
blood neutrophils were detected by flow cytometry. One-way analysis of variance with Tukey’s multiple comparisons test was used for the analysis. 
Graphs represent means ± standard deviations, n = 6; *P < 0.05, **P < 0.01 compared within two groups
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Fig. 7 M2-Exos promote LXA4 production in PMNs by increasing 15-LO expression. a–i PMNs isolated from healthy volunteers were activated 
by septic plasma (SP) and then cocultured with M2-Exos (100 μg/mL) derived from PBMC-differentiated macrophages for 5 h with or without 
PD146176 (1 µM) and LXA4 (100 nM), as indicated in the figures. DMSO was used as a negative control. a Representative images of 15-LO in PMNs 
detected by immunofluorescence. (b left panel) 15-LO and 5-LO expressions in PMNs were detected by Western blot. (b right panel) PMNs isolated 
from septic patients were cocultured with M0/M2-Exos (100 μg/mL) derived from PBMC-differentiated macrophages for 5 h. 15-LO and 5-LO 
expressions in PMNs were detected by Western blot. c and d LXA4 and LTB4 concentrations in the supernatant of PMNs were detected by ELISA. 
e Transwell analysis of neutrophil chemotaxis towards IL-8. f Typical images of NET formation using SYTOX Green (green). Scale bar, 50 μm. NET 
formation was quantified as the percentage of neutrophils forming NETs and the NET area per microscopic field. g Quantification of dsDNA 
in the supernatant of cultured PMNs using PicoGreen fluorescent dye. Flow cytometry detection of CXCR2 (h) and ROS (i) expressions in cocultured 
PMNs. Student’s t test (c and d) or one-way analysis of variance with Tukey’s multiple comparisons test (e–i) was used for the analysis. Graphs 
represent means ± standard deviations, n = 4–6; *P < 0.05, **P < 0.01 compared within two groups
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promoted macrophage M1 polarization and pyrop-
tosis during sepsis [7]. Other studies have also shown 
that macrophage-derived exosomes recruit and activate 
PMNs in sepsis [32], indicating that macrophage-derived 
exosomes could serve as a therapeutic target for PMN-
mediated tissue injury during sepsis.

M2-Exos have been studied in different disease set-
tings, such as spinal cord damage [33], myocardial 
ischaemia‒reperfusion [10], atherosclerosis [34], and 
inflammatory pain [35], all showing promising thera-
peutic effects. However, it is unknown whether M2-Exos 
could induce anti-inflammatory activities in sepsis-asso-
ciated tissue injury. Our study first showed that M2-Exos 
could clearly alleviate sepsis-induced lung injury and 
improve survival without significantly affecting bacterial 
load in the lung, suggesting that M2-Exos would be an 
appropriate treatment for sepsis. Further in vitro cocul-
ture experiments were conducted using plasma from 
septic patients to activate PMNs according to previous 
studies [22, 36, 37]. Many mediators enriched in septic 
plasma have been demonstrated to activate PMNs and 
induce NET formation, including IL-8 [22], TNF-α [38], 
IL-1β [39], platelet-derived exosomes [18] and the bacte-
rial components LPS and PGN [40, 41]. However, these 
mediators, especially lipid mediators, in septic plasma 
may influence the results of our current in vitro experi-
ments. Therefore, in our experimental design, after a 1-h 
pretreatment with septic plasma, the culture medium 
was replaced with fresh medium, and PMNs were then 
cocultured with PBS/M0-Exos/M2-Exos (100  μg/mL) 
derived from PBMC-differentiated macrophages for 
an additional 5  h. We found an immunosuppressive 
effect of M2-Exos on PMNs from both healthy volun-
teers and septic patients ex  vivo, also highlighting that 
M2-Exos would be a promising therapeutic candidate for 

PMN-mediated tissue injury during sepsis and help us 
better understand the endogenous mechanisms for the 
resolution of inflammation.

A growing body of evidence indicates that resolution of 
inflammation is an active process involving the produc-
tion of lipid-derived specialized proresolving mediators 
(SPMs), which include lipoxins, resolvins, protectins, 
and maresins [42]. SPMs actively stimulate cardinal signs 
of resolution, namely, cessation of leukocytic infiltra-
tion, counterregulation of proinflammatory mediators, 
and uptake of apoptotic PMNs and cellular debris [30]. 
The biosynthesis of these resolution-phase mediators 
in sensu stricto is initiated during lipid mediator class 
switching, in which the classic initiators of acute inflam-
mation, prostaglandins and leukotrienes, switch to pro-
duce SPMs [43]. Previous studies have proven that lipid 
mediator class switching plays a critical role in deter-
mining the neutrophil phenotype, altering neutrophil 
migratory behaviour [13, 14]. Our data also showed that 
M2-Exos promoted lipid mediator class switching from 
LTB4 to LXA4 in PMNs. LTB4 is a product of the 5-LO 
pathway and is known to strongly initiate and amplify 
PMN chemotaxis as well as the release of granule prod-
ucts and superoxide anions [44]. While LTB4-stimulated 
PMN functional responses are opposed by LXA4, a dis-
tinct class of 15-LO-derived eicosanoids, signals through 
ALX/FPR2 to limit neutrophil trafficking and lifespan 
and to promote efferocytosis, emerged as master regu-
lator of neutrophil responses and fates. Therefore, the 
use of LXA4 to treat sepsis has gained great attention, 
and consistent with our results, mounting evidence 
has shown that LXA4 limits leukocyte recruitment and 
relieves sepsis-related ALI [45, 46].

Our study showed that M2-Exos did not influ-
ence the bacterial load in lung tissues, even with the 

Fig. 8 Exosomal PGE2 from M2 macrophages is necessary for 15-LO upregulation and PMN inhibition. a PGE2 levels in M0-Exos/M2-Exos/
exosomes from celecoxib (20 µM)-treated PBMC-differentiated M2 macrophages (Cel-M2-Exos) were examined by ELISA. PMNs isolated 
from healthy volunteers were activated by septic plasma (SP) and then cocultured with M2-Exos/Cel-M2-Exos/Cel-M2-Exos + PGE2 (100 nM) for 5 h. 
b Immunoblot analysis of 15-LO in PMNs. c and d LXA4 and LTB4 concentrations in the supernatant of PMNs were detected by ELISA. e Typical 
images of NET formation using SYTOX Green (green). Scale bar, 50 μm. NET formation was quantified as the percentage of neutrophils forming NETs 
and the NET area per microscopic field. f Quantification of dsDNA in the supernatant of cultured PMNs using PicoGreen fluorescent dye. g Transwell 
analysis of neutrophil chemotaxis towards IL-8. Flow cytometry detection of CXCR2 (h) and ROS (i) expressions in cocultured PMNs. One-way 
analysis of variance with Tukey’s multiple comparisons test was used for the analysis. n = 4–6. j–u WT C57BL/6 mice were administered M2-Exos/
Cel-M2-Exos (300 μg/mouse) derived from mouse Raw264.7 macrophages via intraperitoneal injection 1 h after CLP. j Representative images 
showing the presence of NETs (MPO, red; citrullinated H3, green) in the lung tissues, as indicated by white arrows. Nuclei were counterstained 
with DAPI (blue). Scale bar, 40 μm. k and l Quantification of dsDNA and circulating NET structures in the plasma of mice using PicoGreen fluorescent 
dye and MPO-DNA-ELISA, respectively. m Flow cytometry detection of the percentage of systemic circulating neutrophils by staining with CD11b 
and Gr-1. n Absolute neutrophil number in peripheral blood. o and p  Ly6G+ cells in the lung tissues were detected by immunohistochemistry 
and immunofluorescence. Scale bar, 40 μm. CXCR2 (q) and ROS (r) expressions in peripheral blood neutrophils were detected by flow cytometry. s 
Evaluation of lung histology by H&E staining (magnification × 400). Red arrows indicate neutrophils in the alveolar and interstitial space, and black 
arrows indicate thickening of the alveolar walls. Scale bar, 50 μm. Lung injury scores were assessed. t Detection of inflammatory cytokine mRNA 
(IL-1β, IL-6, TNF-α) expression in lung tissues by RT‒qPCR. Student’s t test was used for the analysis. Graphs represent means ± standard deviations, 
n = 6. u Survival rate of CLP mice treated with M2-Exos or Cel-M2-Exos (n = 8); the log-rank test was used for the analysis. *P < 0.05, **P < 0.01 
compared within two groups

(See figure on next page.)
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downregulation of PMN migration and NET formation. 
A previous study [47] demonstrated that LXA4 treatment 
decreased PMN migration to the peritoneum but aug-
mented blood and peritoneal PMN phagocytic ability in 
a CLP-induced model of sepsis. Further ex  vivo experi-
ments also proved that LXA4 (1  nM) increased phago-
cytosis in blood PMNs without affecting apoptosis. This 
phenotype may partly explain our result, suggesting that 
M2-Exo-induced LXA4 upregulation could reduce PMN 
migration and increase their bacterial clearance function.

PMN recruitment from bone marrow to infectious 
tissues is critical for early innate responses, which are 
mainly triggered by interactions between chemokines 
and chemokine receptors [48]. The chemokine receptor 
CXCR2 is largely responsible for driving PMN migra-
tion during bacterial infection and inflammation [49]. 
In addition, a recent study [22] showed that inhibition of 
CXCR1/2 by reparixin reduced NET formation, multior-
gan injury, and mortality in septic mice without impair-
ing bacterial clearance, which highlights that CXCR1/2 
signalling-induced NET formation is a therapeutic tar-
get in sepsis. In this study, following treatment with 
M2-Exos, we observed reduced CXCR2 expression in 
PMNs. Blocking LXA4 function reversed the expression 
of CXCR2, suggesting that M2-Exos upregulated LXA4 
to reduce CXCR2 expression in PMNs. In accordance 

with our results, LXA4 was shown to inhibit chemokine 
signalling in PMNs in  vitro, and chemokine recep-
tor desensitization is a strong candidate for explaining 
how LXA4 alters the PMN migration pattern, leading to 
inflammation resolution [50].

Neutrophil ROS production plays a critical role in anti-
bacterial host defence, although an uncontrolled con-
tinuous oxidative burst response can be detrimental [51]. 
In this study, we also demonstrated that treating PMNs 
from both healthy volunteers and septic patients with 
M2-Exos reduced the excessive ROS production elic-
ited by septic plasma. These findings are consistent with 
a previous study [52], which demonstrated that LXA4 
treatment reduced Porphyromonas gingivalis-induced 
leukocyte ROS production in human whole blood. As 
elevated ROS production may promote leukocyte infil-
tration and NET formation, M2-Exo-mediated attenua-
tion of PMN function may be partly due to reduced ROS 
production.

Previously, PGE2 was shown to be a well-known proin-
flammatory lipid mediator produced by prostaglandin E 
synthase in leukocytes. Currently, accumulating evidence 
indicates that PGE2 has both anti- and proinflammatory 
effects dependent on the timing of its production and 
concentration [53]. A previous study suggested that PMN 
exposure to PGE2 induced the phenotype switch from 

Fig. 9 Working model. Our data demonstrated that exosomal PGE2 from M2 macrophages functions on the EP4 receptor to increase 15-LO 
expression in PMNs, upregulate LXA4 production to downregulate PMN CXCR2 and ROS expressions, inhibit the capacity of PMN migration and NET 
formation, alleviate lung injury, and reduce mortality in sepsis. The graph was drawn on the Figdraw online website (Export ID: RYUYR79822)



Page 20 of 22Jiao et al. Journal of Biomedical Science           (2023) 30:62 

LTB4 production to lipoxin production, which marks the 
resolution phase [14]. Our data also showed that the level 
of PGE2 in M2-Exos was significantly higher than that in 
M0-Exos, which begs the question of whether exosomal 
PGE2 from M2 macrophages could alter the lipid media-
tor class in PMNs. COX-2 is an inducible enzyme that can 
convert arachidonic acid (AA) into PGE, and the level of 
PGE2 is typically used as an indicator of COX-2 activity 
[54]. Therefore, we used the COX-2 inhibitor celecoxib to 
delete PGE2 expression in M2-Exos according to a previ-
ously published paper [55]. The results showed that M2 
macrophages secreted PGE2 through exosomes to switch 
the lipid mediator class in PMNs. It has been shown 
that exosomes expressing PGE2 can interact with PGE2 
receptors (EP2, EP4) on dendritic cells, leading to CD73 
production by the latter [56], which is consistent with 
our result that inhibition of the EP4 receptor significantly 
abrogated the effect of M2-Exos on PMNs.

Conclusion
This study reveals a hitherto unknown role of exoso-
mal PGE2 derived from M2 macrophages in increasing 
15-LO expression in PMNs, upregulating LXA4 produc-
tion to downregulate PMN CXCR2 and ROS expres-
sions, inhibiting PMN migration and NET formation, 
alleviating lung injury, and reducing mortality in sepsis. 
These findings may add a new element to macrophage 
exosome-PMN crosstalk, and M2-Exos may therefore be 
a better treatment to target PMN-mediated tissue injury 
in patients with sepsis.

Abbreviations
PMNs  Polymorphonuclear neutrophils
NET  Neutrophil extracellular trap
M2-Exos  M2 macrophage-derived exosomes
ALI  Acute lung injury
CLP  Cecal ligation and puncture
H&E  Hematoxylin and eosin
LTB4  Leukotriene B4
LXA4  Lipoxin A4
15-LO  15-Lipoxygenase
PGE2  Prostaglandin E2
CXCR2  Chemokine (C-X-C motif ) receptor 2
ROS  Reactive oxygen species
MODS  Multiple organ dysfunction syndrome
ARDS  Acute respiratory distress syndrome
5-LO  5-Lipoxygenase
PBMCs  Peripheral blood mononuclear cells
RPMI  Roswell park memorial institute
FBS  Fetal bovine serum
rhM-CSF  Recombinant human macrophage-colony stimulating factor
IL-4  Interleukin 4
SP  Septic plasma
HP  Plasma from healthy volunteers
MPO  Myeloperoxidase
WT  Wild type
i.p.  Intraperitoneally
CFU  Colony forming units
IHC  Immunohistochemistry

IF  Immunofluorescence
PBS  Phosphate buffer saline
CitH3  Citrullinated histone H3
ELISA  Enzyme-linked immunosorbent assay
TNF-α  Tumor necrosis factor-α
AA  Arachidonic acid
15-HETE  15-Hydroxyeicosate-traenoic acid
LPS  Lipopolysaccharides
PGN  Peptidoglycan
COX-2  Cyclooxygenase-2
SPMs  Specialized pro-resolving mediators

Supplementary Information
The online version contains supplementary material available at https:// doi. 
org/ 10. 1186/ s12929- 023- 00957-9.

Additional file 1. Supplementary table and figures.

Additional file 2. Supplementary methods.

Acknowledgements
Not applicable.

Author contributions
YJ, TZ and ML contributed equally to this work. ZLM, XPG and XYS contributed 
to the conception and design. YJ, ML and XX performed the experiments, 
analyzed data, and wrote the manuscript. MZQ collected the blood sample 
from septic patients. TZ supervised the work and helped write the manuscript. 
LYZ helped to revise the manuscript. All authors read and approved the final 
manuscript.

Funding
This work was supported by the National Natural Science Foundation of China 
(82171225 and 81971044 to Zhengliang Ma, 82102257 to Yang Jiao), Science 
and Technology Projects of Nanjing (ZKX22014 to Yang Jiao), China postdoc-
toral Science Foundation (2022M711583 to Yang Jiao).

Availability of data and materials
The datasets generated and analyzed during the current study are available 
from the corresponding author on reasonable request.

Declarations

Ethics approval and consent to participate
The study was approved by the institutional ethics and review board of Nan-
jing Drum Tower Hospital (Approval No. 2022-257-01), and informed consent 
was obtained from the patients or their representatives. All animal experi-
ments were conducted under the rules approved by the Ethics Committee of 
Nanjing Drum Tower Hospital (Approval No. 2021AE01055).

Consent for publication
All listed authors consent to the submission, and all data are used with the 
consent of the person generating the data.

Competing interests
The authors declare that they have no competing interests.

Author details
1 Department of Anesthesiology, Nanjing Drum Tower Hospital, The Affli-
ated Hospital of Nanjing University Medical School, 321 Zhongshan Road, 
Nanjing 210008, China. 2 Department of Anesthesiology and Intensive Care 
Unit, Xinhua Hospital, School of Medicine, Shanghai Jiaotong University, 1665 
Kongjiang Road, Shanghai 200092, China. 3 National Clinical Research Center 
of Kidney Diseases, Jinling Hospital, Nanjing University School of Medicine, 
Nanjing, China. 4 Department of Intensive Care Unit, Nanjing Drum Tower 
Hospital, The Affliated Hospital of Nanjing University Medical School, Nanjing, 
China. 

https://doi.org/10.1186/s12929-023-00957-9
https://doi.org/10.1186/s12929-023-00957-9


Page 21 of 22Jiao et al. Journal of Biomedical Science           (2023) 30:62  

Received: 19 April 2023   Accepted: 24 July 2023

References
 1. Singer M, Deutschman CS, Seymour CW, Shankar-Hari M, Annane D, 

Bauer M, Bellomo R, Bernard GR, Chiche JD, Coopersmith CM. The third 
international consensus definitions for sepsis and septic shock (Sepsis-3). 
JAMA. 2016;315(8):775–87.

 2. Moreira J. Severe sepsis and septic shock. N Engl J Med. 
2013;369(21):2063.

 3. Margraf A, Lowell C, Zarbock A. Neutrophils in acute inflamma-
tion: current concepts and translational implications. Blood. 
2022;139(14):2130–44.

 4. Bongers S, Chen N, van Grinsven E, van Staveren S, Hassani M, Spijker-
man R, Hesselink L, Lo Tam Loi A, van Aalst C, Leijte G, et al. Kinetics of 
neutrophil subsets in acute, subacute, and chronic inflammation. Front 
Immunol. 2021;12:674079.

 5. Grégoire M, Uhel F, Lesouhaitier M, Gacouin A, Guirriec M, Mourcin F, 
Dumontet E, Chalin A, Samson M, Berthelot L, et al. Impaired efferocytosis 
and neutrophil extracellular trap clearance by macrophages in ARDS. Eur 
Respir J. 2018;52(2):1702590.

 6. Wang L, Li Y, Wang X, Wang P, Essandoh K, Cui S, Huang W, Mu X, Liu Z, 
Wang Y, et al. GDF3 protects mice against sepsis-induced cardiac dys-
function and mortality by suppression of macrophage pro-inflammatory 
phenotype. Cells. 2020;9(1):120.

 7. Jiao Y, Zhang T, Zhang C, Ji H, Tong X, Xia R, Wang W, Ma Z, Shi X. Exoso-
mal miR-30d-5p of neutrophils induces M1 macrophage polarization and 
primes macrophage pyroptosis in sepsis-related acute lung injury. Crit 
Care (London, England). 2021;25(1):356.

 8. Quenum Zangbede F, Chauhan A, Sharma J, Mishra B. Galectin-3 in M2 
macrophages plays a protective role in resolution of neuropathology in 
brain parasitic infection by regulating neutrophil turnover. J Neurosci. 
2018;38(30):6737–50.

 9. Hwang W, Shimizu M, Lee J. Role of extracellular vesicles in severe pneu-
monia and sepsis. Expert Opin Biol Ther. 2022;22(6):747–62.

 10. Dai Y, Wang S, Chang S, Ren D, Shali S, Li C, Yang H, Huang Z, Ge J. M2 
macrophage-derived exosomes carry microRNA-148a to alleviate 
myocardial ischemia/reperfusion injury via inhibiting TXNIP and the 
TLR4/NF-κB/NLRP3 inflammasome signaling pathway. J Mol Cell Cardiol. 
2020;142:65–79.

 11. Song L, Luan B, Xu Q, Shi R, Wang X. microRNA-155-3p delivered by M2 
macrophages-derived exosomes enhances the progression of medul-
loblastoma through regulation of WDR82. J Transl Med. 2022;20(1):13.

 12. Wang G, Huang W, Wang S, Wang J, Cui W, Zhang W, Lou A, Geng S, Li X. 
Macrophagic extracellular vesicle CXCL2 recruits and activates the neu-
trophil CXCR2/PKC/NOX4 axis in sepsis. J Immunol (Baltimore, Md: 1950). 
2021;207(8):2118–28.

 13. Levy B, Clish C, Schmidt B, Gronert K, Serhan C. Lipid mediator class 
switching during acute inflammation: signals in resolution. Nat Immunol. 
2001;2(7):612–9.

 14. Loynes CA, Lee JA, Robertson AL, Steel MJ, Renshaw SA. PGE2 production 
at sites of tissue injury promotes an anti-inflammatory neutrophil pheno-
type and determines the outcome of inflammation resolution in vivo. Sci 
Adv. 2018; 4(9).

 15. Bedi P, Ziegler K, Whitfield P, Davidson D, Rossi A, Hill A. Dysregulation 
of prostaglandins, leukotrienes and lipoxin A in bronchiectasis. Thorax. 
2021;77:967.

 16. Serhan C, Chiang N, Van Dyke T. Resolving inflammation: dual anti-
inflammatory and pro-resolution lipid mediators. Nat Rev Immunol. 
2008;8(5):349–61.

 17. Hirose K, Iwabuchi K, Shimada K, Kiyanagi T, Iwahara C, Nakayama H, 
Daida H. Different responses to oxidized low-density lipoproteins in 
human polarized macrophages. Lipids Health Dis. 2011;10:1.

 18. Jiao Y, Li W, Wang W, Tong X, Xia R, Fan J, Du J, Zhang C, Shi X. Platelet-
derived exosomes promote neutrophil extracellular trap formation 
during septic shock. Crit Care (London, England). 2020;24(1):380.

 19. Yue H, Jansen S, Strauss K, Borenstein M, Barbe M, Rossi L, Murphy E. A 
liquid chromatography/mass spectrometric method for simultaneous 
analysis of arachidonic acid and its endogenous eicosanoid metabolites 

prostaglandins, dihydroxyeicosatrienoic acids, hydroxyeicosatetraenoic 
acids, and epoxyeicosatrienoic acids in rat brain tissue. J Pharm Biomed 
Anal. 2007;43(3):1122–34.

 20. Shen X, Cao K, Zhao Y, Du J. Targeting neutrophils in sepsis: from mecha-
nism to translation. Front Pharmacol. 2021;12: 644270.

 21. Leliefeld PHC, Wessels CM, Leenen LPH, Koenderman L, Pillay J. The role 
of neutrophils in immune dysfunction during severe inflammation. Crit 
Care. 2016;20(1):1–9.

 22. Alsabani M, Abrams S, Cheng Z, Morton B, Lane S, Alosaimi S, Yu W, Wang 
G, Toh C. Reduction of NETosis by targeting CXCR1/2 reduces thrombosis, 
lung injury, and mortality in experimental human and murine sepsis. Br J 
Anaesth. 2022;128(2):283–93.

 23. Leuti A, Fazio D, Fava M, Piccoli A, Maccarrone M. Bioactive lipids, inflam-
mation and chronic diseases. Adv Drug Delivery Rev. 2020;159(188):133.

 24. Futokoro R, Hijioka M, Arata M, Kitamura Y. Lipoxin A receptor stimulation 
attenuates neuroinflammation in a mouse model of intracerebral hemor-
rhage. Brain Sci. 2022;12(2):162.

 25. Zhang X, Guo R, Kambara H, Ma F, Luo H. The role of CXCR2 in acute 
inflammatory responses and its antagonists as anti-inflammatory thera-
peutics. Curr Opin Hematol. 2019;26(1):28–33.

 26. Zhu Y, Wang D, Luo J, Jie J, Liu H, Peng L, Bai X, Li D. Zingerone inhibits 
the neutrophil extracellular trap formation and protects against sepsis via 
Nrf2-mediated ROS inhibition. Oxid Med Cell Longev. 2022;2022:3990607.

 27. Serhan C. Lipoxins: novel series of biologically active compounds formed 
from arachidonic acid in human leukocytes. Proc Natl Acad Sci USA. 
1984;81:5335.

 28. Cao Y, Mai W, Li R, Deng S, Li L, Zhou Y, Qin Q, Zhang Y, Zhou X, Han M, 
et al. Macrophages evoke autophagy of hepatic stellate cells to promote 
liver fibrosis in NAFLD mice via the PGE2/EP4 pathway. Cell Mol Life Sci 
CMLS. 2022;79(6):303.

 29. Cahilog Z, Zhao H, Wu L, Alam A, Eguchi S, Weng H, Ma D. The role of 
neutrophil NETosis in organ injury: novel inflammatory cell death mecha-
nisms. Inflammation. 2020;43(6):2021–32.

 30. Filep J. Targeting neutrophils for promoting the resolution of inflamma-
tion. Front Immunol. 2022;13: 866747.

 31. Jiao Y, Li Z, Loughran P, Fan E, Scott M, Li Y, Billiar T, Wilson M, Shi X, 
Fan J. Frontline science: macrophage-derived exosomes promote 
neutrophil necroptosis following hemorrhagic shock. J Leukoc Biol. 
2018;103(2):175–83.

 32. Murao A, Tan C, Jha A, Wang P, Aziz M. Exosome-mediated eCIRP release 
from macrophages to induce inflammation in sepsis. Front Pharmacol. 
2021;12: 791648.

 33. Huang J, He H, Chen Y, Liu Z, Romani M, Xu Z, Xu Y, Lin F. Exosomes 
derived from M2 macrophages improve angiogenesis and functional 
recovery after spinal cord injury through HIF-1α/VEGF axis. Brain Sci. 
2022;12(10):1322.

 34. Cheng X, Zhou H, Zhou Y, Song C. M2 macrophage-derived exosomes 
inhibit apoptosis of HUVEC cell through regulating miR-221-3p expres-
sion. Biomed Res Int. 2022;2022:1609244.

 35. van der Vlist M, Raoof R, Willemen H, Prado J, Versteeg S, Martin Gil C, 
Vos M, Lokhorst R, Pasterkamp R, Kojima T, et al. Macrophages transfer 
mitochondria to sensory neurons to resolve inflammatory pain. Neuron. 
2022;110(4):613-626.e619.

 36. Reyes M, Filbin MR, Bhattacharyya RP, Sonny A, Mehta A, Billman K, Kays 
KR, Pinilla-Vera M, Benson ME, Cosimi LA. Plasma from patients with 
bacterial sepsis or severe COVID-19 induces suppressive myeloid cell pro-
duction from hematopoietic progenitors in vitro. Sci Transl Med. 2021;13.

 37. Abrams S, Morton B, Alhamdi Y, Alsabani M, Lane S, Welters I, Wang G, Toh 
C. A novel assay for neutrophil extracellular trap formation independently 
predicts disseminated intravascular coagulation and mortality in critically 
ill patients. Am J Respir Crit Care Med. 2019;200(7):869–80.

 38. Poh X, Loh F, Friedland J, Ong C. Neutrophil-mediated immunopathology 
and matrix metalloproteinases in central nervous system—tuberculosis. 
Front Immunol. 2021;12: 788976.

 39. Bando K, Kuroishi T, Tada H, Oizumi T, Tanaka Y, Takahashi T, Mizoguchi I, 
Sugawara S, Endo Y. Nitrogen-containing bisphosphonates and lipopoly-
saccharide mutually augment inflammation via adenosine triphosphate 
(ATP)-mediated and interleukin 1β (IL-1β)-mediated production of neu-
trophil extracellular traps (NETs). J Bone Mineral Res. 2021;36(9):1866–78.



Page 22 of 22Jiao et al. Journal of Biomedical Science           (2023) 30:62 

•
 
fast, convenient online submission

 •
  

thorough peer review by experienced researchers in your field

• 
 
rapid publication on acceptance

• 
 
support for research data, including large and complex data types

•
  

gold Open Access which fosters wider collaboration and increased citations 

 
maximum visibility for your research: over 100M website views per year •

  At BMC, research is always in progress.

Learn more biomedcentral.com/submissions

Ready to submit your researchReady to submit your research  ?  Choose BMC and benefit from: ?  Choose BMC and benefit from: 

 40. Chen Y, Xiang X, Sun F, Xiao B, Yan M, Peng B, Liu D. Simvastatin reduces 
NETosis to attenuate severe asthma by inhibiting PAD4 expression. Oxid 
Med Cell Longev. 2023;2023:1493684.

 41. Xu F, Zhang C, Zou Z, Fan E, Chen L, Li Y, Billiar T, Wilson M, Shi X, Fan J. 
Aging-related Atg5 defect impairs neutrophil extracellular traps forma-
tion. Immunology. 2017;151(4):417–32.

 42. Cheng Y, Rong J. Pro-resolving lipid mediators as therapeutic leads for 
cardiovascular diseases. Expert Opin Ther Targets. 2019;23(5):423–36.

 43. Serhan CN, Chiang N, Dalli J, Levy BD. Lipid mediators in the resolution of 
inflammation. Cold Spring Harb Perspect Biol. 2014;7(2): a016311.

 44. Hijioka M, Futokoro R, Ohto-Nakanishi T, Nakanishi H, Kitamura Y. 
Microglia-released leukotriene B4 promotes neutrophil infiltration and 
microglial activation following intracerebral hemorrhage. Int Immunop-
harmacol. 2020;85: 106678.

 45. Cheng X, He S, Yuan J, Miao S, Gao H, Zhang J, Li Y, Peng W, Wu P. Lipoxin 
A4 attenuates LPS-induced mouse acute lung injury via Nrf2-mediated 
E-cadherin expression in airway epithelial cells. Free Radic Biol Med. 
2016;93:52–66.

 46. Mei HX, Ye Y, Xu HR, Xiang SY, Yang Q, Ma HY, Jin SW, Wang Q. LXA4 
inhibits lipopolysaccharide-induced inflammatory cell accumulation by 
resident macrophages in mice. J Inflamm Res. 2021;14:1375.

 47. Wu B, Walker J, Spur B, Rodriguez A, Yin K. Effects of Lipoxin A4 on antimi-
crobial actions of neutrophils in sepsis. Prostaglandins Leukot Essent Fatty 
Acids. 2015;94:55–64.

 48. Metzemaekers M, Gouwy M, Proost P. Neutrophil chemoattractant recep-
tors in health and disease: double-edged swords. Cell Mol Immunol. 
2020;17(5):433–50.

 49. Raghuwanshi S, Su Y, Singh V, Haynes K, Richmond A, Richardson R. The 
chemokine receptors CXCR1 and CXCR2 couple to distinct G protein-
coupled receptor kinases to mediate and regulate leukocyte functions. J 
Immunol (Baltimore, Md: 1950). 2012;189(6):2824–32.

 50. Nourshargh S, Renshaw S, Imhof B. Reverse migration of neutrophils: 
where, when, how, and why? Trends Immunol. 2016;37(5):273–86.

 51. Nguyen GT, Green ER, Mecsas J. Neutrophils to the ROScue: mechanisms 
of NADPH oxidase activation and bacterial resistance. Front Cell Infect 
Microbiol. 2017; 7.

 52. Kraft J, Blomgran R, Bergström I, Soták M, Clark M, Rani A, Rajan M, Dalli J, 
Nyström S, Quiding-Järbrink M, et al. Lipoxins modulate neutrophil oxida-
tive burst, integrin expression and lymphatic transmigration differentially 
in human health and atherosclerosis. FASEB J. 2022;36(3): e22173.

 53. Pelly V, Moeini A, Roelofsen L, Bonavita E, Bell C, Hutton C, Blanco-Gomez 
A, Banyard A, Bromley C, Flanagan E, et al. Anti-inflammatory drugs 
remodel the tumor immune environment to enhance immune check-
point blockade efficacy. Cancer Discov. 2021;11(10):2602–19.

 54. Wu X, Zhu D, Tian J, Tang X, Guo H, Ma J, Xu H, Wang S. Granulocytic 
myeloid-derived suppressor cell exosomal prostaglandin E2 ameliorates 
collagen-induced arthritis by enhancing IL-10 B cells. Front Immunol. 
2020;11: 588500.

 55. Yin W, Swanson S, Biltz R, Goodman E, Gallagher N, Sheridan J, Godbout 
J. Unique brain endothelial profiles activated by social stress promote 
cell adhesion, prostaglandin E2 signaling, hypothalamic-pituitary-
adrenal axis modulation, and anxiety. Neuropsychopharmacology. 
2022;47(13):2271–82.

 56. Salimu J, Webber J, Gurney M, Al-Taei S, Clayton A, Tabi Z. Dominant 
immunosuppression of dendritic cell function by prostate-cancer-
derived exosomes. J Extracell Vesicles. 2017;6(1):1368823.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in pub-
lished maps and institutional affiliations.


	Exosomal PGE2 from M2 macrophages inhibits neutrophil recruitment and NET formation through lipid mediator class switching in sepsis
	Abstract 
	Background 
	Methods 
	Results 
	Conclusions 

	Introduction
	Materials and methods
	Patient samples and ethics statement
	Macrophage cell culture
	Exosome isolation and characterization
	PMN isolation
	In vitro co-culture experiments
	Transwell assay
	NET quantification assay
	Targeted metabolite analysis of arachidonic acid (AA)-derived eicosanoids
	Animals
	Establishment of the mouse model of caecal ligation and puncture (CLP) and in vivo exosome administration
	Histopathological evaluation of lung tissues
	Bacterial load quantification
	Immunohistochemistry (IHC) and neutrophil quantification in the lung tissues
	Immunofluorescence (IF) staining
	Systemic circulating neutrophils
	Flow cytometry analysis of neutrophils
	Detection of ROS
	Enzyme-linked immunosorbent assay (ELISA)
	Statistical analysis

	Results
	M2-Exos reduce lung injury and improve the survival of septic mice
	M2-Exos inhibit PMN recruitment and NET formation during sepsis in vivo
	M2-Exos inhibit PMN recruitment and NET formation during sepsis in vitro
	M2-Exos lead to lipid mediator class switching of PMNs during sepsis
	M2-Exos inhibit PMN recruitment and NET formation through LXA4 upregulation
	LXA4 increased by M2-Exos downregulates CXCR2 and ROS expressions in PMNs
	M2-Exos promote LXA4 production in PMNs by increasing 15-LO expression
	Exosomal PGE2 from M2 macrophages is necessary for 15-LO upregulation and PMN inhibition
	Exosomal PGE2 from M2 macrophages functions on the EP4 receptor of PMNs

	Discussion
	Conclusion
	Anchor 40
	Acknowledgements
	References


